The Evolution Newsroom: BIO 430, Fall 2008
Apart from all the hoopla surrounding creationism vs. evolution, a lot of evolution science makes the newspapers; it seems like more every year.  Your assignment is to do what a good journalist does.  You are to do original research into the details of high-profile studies in evolution—those that have caught the eyes of the media in the last few years.  You have to read the papers carefully, read supporting literature, and follow up any other leads that will help you understand this sometimes complicated research to the extent that you need to write a good review.  When writing this, you have to avoid using the journalistic style you see online in publications like Science News (not that this is bad writing; it is journalism).  But since this is a biology class, you must write your review paper in the style of a scholarly review paper.

The goal of this paper is to have you reach a deep understanding of original research in modern evolutionary science.  This understanding should be deeper than what you would gain from reading the newspaper or online account of the work.  You might even reach some conclusions that are different from those portrayed in the news, who knows?

Since these articles are very recent, they tend to be sophisticated and sometimes difficult.  And since the articles are top-shelf, they tend to be in high profile journals like Science and Nature, which can sometimes be a little dense.  So by all means use popular-science and journalistic accounts to help you figure out the article, but then work to figure out the articles (don’t just parrot what you read online).  The “Perspectives” and “News and Views” columns that cover articles contained in an issue of Science and Nature, respectively, are very good, and are written for a broad audience.

Most importantly, you need time to do this.  Today is the first day of class, so you have more than two months to research your topic.  I have given you a list of > 10 topic ideas below with references.  You are free to (and I encourage you to) choose others that may interest you more, but you should contact me to make sure the topic you have in mind is OK.  I will not keep a record of your topic choices, so it is your responsibility to make a good topic choice (and approve it through me, if necessary) well in advance of the due date of November 10th.
(1) News of huge die-offs in frogs and honeybees has emerged in recent years, and pathogens appear to be a major culprit.  Is it possible that immunity may evolve and help these species recover?  Review the evidence from studies of disease outbreaks in wild populations of amphibians or other animals.  See Barribeau et al. (2008).
(2) Sequencing of ancient DNA from fossils of Neandertal man hit the newsroom bigtime, first in 2006 and now more recently with work showing that at least some had fair skin and red hair (Lalueza-Fox et al. 2007) and that they shared a form of a “language gene” with modern humans (Krause et al. 2007).  Review these amazing findings.
(3) Following the sequencing of the chimpanzee genome in 2005, researchers are busy trying to make sense of comparisons between the surprisingly similar genomes of chimp and human.  What do the results show, so far?  See Pollard et al. (2006a,b) for examples.

(4) How does current knowledge of the human genome change our understanding of human races, and human diseases?  See for example Reich et al. (2001) and Tishkoff and Kidd (2004).

(5) Speech is a uniquely human characteristic, but it might have very ancient roots.  This year, researchers found that the neural circuitry and anatomy for vocal communication was laid down very early in the evolution of vertebrate animals (Bass et al. 2008).  Review this and any molecular work addressing the evolution of speech.

(6) How did language evolve?  This subject seems to always be in the news.  For a couple of influential recent reviews, see Hauser et al. (2002) and Pinker and Jackendoff (2005).

(7) We learn all about the spectacular adaptive radiations of Darwin’s finches and African cichlids in evolution classes.  It turns out that the developmental biology of the beaks in finches and jaws in cichlids might explain why they have been able to adapt so rapidly to exploit a wide variety of diets.  Take a look at the recent articles: (Abzhanov et al. 2004; Wu et al. 2004).

(8) Highly pathogenic bird flu virus (subtype H5N1) made big news due to its spread across many countries (Olsen et al. 2006) and its ability to cause severe symptoms in humans.  However, the virus has not yet evolved the ability to be transmitted from human to human.  Why not?  See Kongchanagul et al. (2008)

(9) The 1918 “Spanish” flu has also made big flu news recently.  Researchers have used evolutionary analysis, in addition to experimentally “reconstructing” the virus, to try to learn why it was so deadly (Nelson et al. 2008; Taubenberger et al. 2005; Tumpey et al. 2005).

(10) Are species adapting to global climate change?  For a review and a well publicized experimental study published recently see Bradshaw and Holzapfel (2006) and Bradshaw et al. (2004).

(11) The last few years have seen several major fossil discoveries fill in “missing links” in the history of life.  A couple of the most well-publicized finds have been the “fishapod” Tiktalik (Daeschler et al. 2006; Shubin et al. 2006) and a swimming mammal from the Jurassic (Ji et al. 2006).

(12) Through domestication, humans have caused remarkable evolutionary changes in crop plants.  See examples in Doebley et al. (2006) and Wang et al. (2005).

(13) Can organisms without brains evolve social behaviors?  Apparently, even bacteria can.  See Griffin et al. (2004).
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