A Guide to Using MM
This module was designed to be used as a lab tutorial that introduces the concept of steady-state in enzyme kinetics. The actual tutorial that has been class-tested is under the help menu. One can run through the tutorial as a quick introduction to the main features of the module. This guide will summarize the features of the module.

We consider the Michaelis-Menten reaction:
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The module actually solves the Briggs-Haldane system of differential equations for the concentrations [E], [ES], [P] and [S] as functions of time for specific initial concentrations and rate constants.  However, due to the large values of [S], we only plot the remaining concentrations. Note that the units are already provided in the module.
Menu Items

Initial Parameters – One can set the initial concentrations of [E], [ES] and [P]  and  fixed rate constants k1 and k-1 in this dialog box. The initial [S] and k2 are set in the main part of the module.
Plot – This plots the concentrations as functions of time. Moving the slider records data at various times in the main module.
Clear – This clears the plot.
Data – Provides a dialog box for saving data. Saved data can be copied and pasted into a spreadsheet for further analysis.
Show – Shows the Data dialog box.
Accept Data – Accepts values of the concentrations at the location of scroll bar. 
Clear All – Clears all saved data.
Help

Tutorial – This is a classroom tested lab tutorial guiding students through MM. 
Guide – The current document.
About – This provides a description, the authors and the version of this module.
Quit – Quits the program.
Module
Vertical Scale – The maximum on the vertical scale can be changed by entering a value in the box in the upper left corner and clicking on plot or moving the scroll bar. 
Scroll Bar – Clicking in the middle of the horizontal scroll bar, or on the ends, will change the time value. A guide line will move along indicating where on the graphs the concentration values will be obtained. The time and values of the concentrations and velocity will be recorded below. When the user has moved the guide line to a time of approximate steady state, then the data can be saved for future analysis. 

Parameters - The initial [S] and k2 values can be chosen from predetermined values. Km is automatically computed.

Accept Data – Clicking on this button will add the time value, concentrations and velocities at that time to the data dialog box. This is done by the user at times for which steady state is approximately reached.
Time Value  – The time value at the slider position is recorded as the scroll bar is moved. 

Maximum Time – If steady state has not been reached with the default time scale, it can be lengthened by entering a larger Maximum Time. However, due to the numerical scheme used to generate the data, sometimes too large a time might cause the program to crash. 

Results – The values of various concentrations and the velocity, d[P]/dt are provided at the times corresponding to the location of the scroll bar. These are the values that will be recorded when one selects "Accept Data".
